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Literature List

This is a list of suggested research topics and corresponding papers for the student
presentations and course projects. Note that our own publications on this list will be
presented by me to introduce the research topics and should not be chosen for student
presentations.

You are welcome to propose other papers from these topics or suggest other research
topics of machine learning for the life sciences. If so, please discuss your topics / papers
with me.
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2) Discovery of disease markers
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3) Discovery of driver / causal genes
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4) Drug-target interaction prediction
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Massively Multitask Networks for Drug Discovery, arXiv 2015

- Ming Wen, Zhimin Zhang, Shaoyu Niu, Haozhi Sha, Ruihan Yang, Yonghuan Yun, and
Hongmei Lu:
Deep-Learning-Based Drug—Target Interaction Prediction, Journal of Proteome Research

- David Duvenaud, Dougal Maclaurin, Jorge Aguilera-Iparraguirre, Rafael G'omez-
Bombarelli, Timothy Hirzel, Al’an Aspuru-Guzik, Ryan P. Adams:
Convolutional Networks on Graphs for Learning Molecular Fingerprints, NIPS 2015
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Atomic Convolutional Networks for Predicting Protein-Ligand Binding Affinity, arXiv
2017



